Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.092; data-to-parameter ratio = 9.0. organic compounds o2462 Ashiq et al.
In the title compound, C 7 H 8 N 2 O 4 , the dihedral angle between the aromatic ring and the hydrazide grouping is 21.34 (7) . In the crystal, the molecules are linked into a three-dimensional network by O-HÁ Á ÁO, O-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds.
Related literature
For the biological activity of hydrazides, see: Maqsood et al. (2006) . For related structures, see: Jamal et al. (2009); Saeed et al. (2008) ; Zareef et al. (2006) .
Experimental
Crystal data 
Data collection
Bruker SMART APEX CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2000) T min = 0.963, T max = 0.973 4345 measured reflections 1352 independent reflections 1234 reflections with I > 2(I) R int = 0.016 Refinement R[F 2 > 2(F 2 )] = 0.034 wR(F 2 ) = 0.092 S = 1.09 1352 reflections 150 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.18 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). (2) Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 2; (ii) Àx þ 2; Ày þ 1; Àz þ 1; (iii)
x À 1; y; z þ 1; (iv) x; y; z À 1; (v) x þ 1; y; z; (vi) x; Ày þ 3 2 ; z þ 1 2 .
Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL, PARST (Nardelli, 1995) and PLATON (Spek, 2009 ). In order to further explore the biological significance of hydrazides, we have prepared the title compound (I). It was found to be active against DPPH radical scavenging activity and inactive against all fungal strains (Maqsood et al. 2006) . The crystal structures of trimethoxybenzohydrazide (Saeed et al. 2008 , Zareef et al. 2006 ) and para hydroxybenzohydrazide (Jamal et al. 2009 ) analogues of (I) have already been reported.
Structure Reports Online
The molecular structure of (I) is composed of a hydrazide moiety attached to the phenyl ring (Fig. 1) . The phenyl ring is almost planar with a maximum deviation of 0.009 (1) Å from the least-squares plane. The bond lengths and angles all are in normal range as in other structurally related compounds (Saeed et al. 2008; Zareef et al., 2006) . In the crystal, the molecules are linked to form three-dimensional molecular network via O1-H1A···O2, N1-H1B···O1, O2-H2A···N2, N2-H2B···O3, N2-H2C···O4 and O3-H3A···O4 intermolecular hydrogen bonds (Tab. 1 & Fig. 2 ).
Experimental
To a solution of methyl-3,4,5-trihydroxybenzoate (3.68 g, 20 mmol) in 75 ml ethanol, hydrazine hydrate (5.0 ml, 100 mmol) was added. The mixture was refluxed for 5 h and a solid was obtained upon removal of the solvent by rotary evaporation.
The resulting solid was washed with hexane to afford 3,4,5-trihydroxybenzohydrazide (yield 87%) (Maqsood et al., 2006) .
Colourless blocks of (I) were grown from a solution of methanol by slow evaporation at room temperature.
Refinement
The H atoms on the N atoms (N-H= 0.92 (2) Fig. 1 . The molecular structure of (I) with displacement ellipsoids drawn at 50% probability level. 
